In the preceding papers1-3), isolation, structure and biological activity of new antibiotics pyrrolomycins A (I) and B (II) from fermentation broth of Actinosporangium vitaminophilum SF-20804) was reported. We describe here the isolation, physico-chemical and biological properties of three new active agents pyrrolomycins C, D and E which were co-produced in the culture broth with pyrrolomycins A and B. The producing organism of pyrrolomycins was considered to belong to the genus Streptomyces by its chemotaxonomic features, because it did not show any morphological characteristics necessary for the genus determination. But a further investigation led to conclusion that this organism belonged to the genus Actinosporangium.
Structural study of three compounds will be presented in a succeeding report5).
Fermentation
The producing strain, A. vitaminophilum SF-20804) was inoculated into 100 ml Erlenmeyer flask which contained 20 ml of a seed medium composed of 1 % glucose, 1 % starch, 0.5 % Polypeptone, of 130 rpm and air flow rate of 1.0 vol/vol/minute. The antibiotic titer was assayed by a paper-disc agar diffusion method using Bacillus subtilis ATCC 6633 as a test organism. After 120-hour incubation, a maximum titer (60 ,ag/ml as pyrrolomycin A) was obtained.
Isolation
The 120-hour cultured broth (500 liters) was adjusted to pH 3.0, extracted with 300 liters of ethyl acetate and filtered. The ethyl acetate layer was separated, concentrated in reduced pressure THE JOURNAL OF ANTIBIOTICS OCT. 1983 and re-extracted with toluene. The toluene extract was washed with an aqueous sodium bicarbonate, and then was subjected to column chromatography over basic alumina, using the following solvent systems; (1) ethyl acetate, (2) ethyl acetate -methanol (10: 1), (3) ethyl acetate -methanol (1: 1).
At first, the column was developed with solvent system (1), and 10 g of pyrrolomycin A was ob- Table 1 . The IR and UV spectra are illustrated in Figs. I and 2. Analysis of three pyrrolomycins indicated as high a content of chlorine atoms as pyrrolomycins A and B. Based on spectroscopic and X-ray analysis as well as synthetic correlation'), the following structures III, IV and V were assigned for three antibiotics.
Biological Activity
As shown in Table 2 , pyrrolomycin C was active against Gram-positive bacteria but inactive against 
